Video S1. FRAP reveals that IIB-SK1·2 is less dynamic than IIB-WT. MRC-5 SV1 TG1 cells were cotransfected with pEGFP-IIB-IIB-SK1·2 (shown on the right) and pmCherry-IIB-WT (shown on the left), and photobleaching was performed.
. Sequence alignment of human class II myosin heavy chains in regions corresponding to MYH10 (amino acids 1401-1700). Sequence data were obtained from GenBank. Identical and similar amino acid residues to MYH10 are indicated by dash and plus sign, respectively. Asterisks indicate the amino acid residues conserved among nonsarcomeric type (MYH9, MYH10, MYH11 and MYH14) but not conserved to sarcomeric type (MYH1, MYH6 and MYH7). Gray shades indicate the region 1 (S1462-R1490), 2 (L1551-E1577) and 3 (E1588-A1617), from the N-terminus, respectively. Sequence data were obtained from 
